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[ 1: AB052166. Bos taurus gene f...[gi:11610594]

LOCUS AB052166 1870 bp DNA linear MAM 30-MAY-2002
DEFINITION Bos taurus gene for alpha lactalbumin, complete cds,
strain:Holstein.
ACCESSION AB052166
VERSION AB052166.1 GI:11610594
KEYWORDS
SOURCE Bos taurus (cow)
ORGANISM Bos taurus
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Cetartiodactyla; Ruminantia; Pecora; Bovoidea;
Bovidae; Bovinae; Bos.
REFERENCE 1
AUTHORS Yamamoto, N.
TITLE Bos taurus alpha lactalbumin gene
JOURNAL Published Only in Database (2000)
REFERENCE 2 (bases 1 to 1870)
AUTHORS Yamamoto, N.
TITLE Direct Submission
JOURNAL Submitted (05-DEC-2000) Naoyuki Yamamoto, National Agricultural
Research Organization, National Agricultural Research Center for
Hokkaido Region, Laboratory of Animal Breeding and Genetics; 1
Hitsujigaoka, Toyohira, Sapporo, Hokkaido 062-8555, Japan
(E-mail:nymmt@affrc.go.jp, Tel:81-11-857-9270, Fax:81-11-859-2178)
FEATURES Location/Qualifiers
source 1..1870
/organism="Bos taurus"
/mol type="genomic DNA"
/strain="Holstein"
/db xref="taxon:9913"
/sex="female"
/tissue type="blood"
ene join (96..228,550..708,1182..1257,1762..1822)
/gene="alacta"
CDS join(96..228,550..708,1182..1257,1762..1822)
/gene="alacta"
/codon_start=1
/product="alpha lactalbumin"
/protein id="BAB18924.1"
/db xref="GI:11610595"
/translation="MMSFVSLLLVGILFHATQAEQLTKCEVFRELKDLKGYGGVSLPE
WVCTTFHTSGYDTQAIVONNDSTEYGLFQINNKIWCKDDONPHSSNICNISCDKFLDD
DLTDDIMCVKKILDKVGINYWLAHKALCSEKLDOQWLCEKL"
BASE COUNT 464 a 443 ¢ 346 g 617 t
ORIGIN
1 aaggcttgat gccagggccc ctaaggcttt ttccacaaat aaaaggaggt gagcagtgtg
61 gtgaccccat ttcagaatct tgaggggtaa ccaaaatgat gtcctttgtc tctctgctcce
121 tggtaggcat cctattccat gccacccagg ctgaacagtt aacaaaatgt gaggtgttcc
181 gggagctgaa agacttgaag ggctacggag gtgtcagttt gcctgaatgt gagttccctg
241 ctattttgct ttgtcccata attcatcctc ttcactcttt ccctccattc tcttcatcct
301 ctttttccce tctactttta attatcaaac aattctctta tttgtttact cttttattac
361 atttatttat ctgcctctcc tttttcccat tgtctgatcc tttggaactc ttttcacctt
421 aacaagatac tctgtggtct gccatatttg gagattggtt ggagagcctt tttcggtctg
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ggaatacagg
ttctttcagg
aaaacaatga
acgaccagaa
tttttactct
gtgtgaagca
ataccgagta
aagttcctgg
tcagactaag
ggagtcctta
cataagcctc
tacttagctc
tactgatgac
agtcacctct
gcactatact
aaaaatcatc
agcaattttc
ggacttgaac
ctgccccegcea
gtctctagcc
agccttcecctg
tgtctccttce
gtggctctgt
cctggaaacc

tcctcattta
ggtctgtacc
cagcacagaa
ccctcactca
gttcctgtgt
cacctctggce
agaggctctt
gtaggtgacc
ttggttgatg
cctagggata
tagttcagag
tctcattttt
attatgtgtg
ctatttttca
cctttctctc
aagcagactc
ctacctaagg
atctaattct
attttcttgg
atgtggctag
gggataaagc
ttcatgatca
gagaagttgt

tgctatacat
acgtttcata
tatggactct
agcaacatct
ttttctgaaa
ttcactgcct
agaatttttc
tgagctgttt
aagttgataa
ggcattactg
aaaaccagag
tccacctata
tcaagaagat
cttaatcttt
tatttcctgg
cggtttccaa
gtccctaata
acttgttcag
agttttaaaa
gaaagtctgt
tagatgtaaa
ggttggccca
gaacacctgc

gaacatcctt
ccagtggtta
tccagataaa
gtaacatctc
cctactcctg
tggactccaa
attaacacta
ggggatcttg
ttcctaagga
tattaaattt
aagagggaaa
actcctgcca
tctggataaa
cctctctttce
tcttttaagce
ttttgaagct
gagggctgag
tcctacatcce
aatggacctt
ctgtaatttt
tctaaccaag
taaagcactc
ggtctttgcet
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gtgaaatctc
tgacacacaa
taataaaatt
ctgtgacagt
ggataacctc
attaactgtg
aatccccaga
atgtataata
gctgccccag
ctcacccaga
ttcattatcc
gagttcctgg
gtaggaatta
ttctcagtcc
tagaatgtaa
tcacttactt
atccaggatt
taaggcacgc
actccactaa
aacccacagt
atcctgtcag
tgttctgaga
gcttctgtcc
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tttttcatct
gccatagtac
tggtgcaaag
gagtaacttc
cttttttttg
ggacttgata
cagtttctta
ccctgtattt
agaagagaag
aggcaacagg
ttctgggtaa
atgatgatct
actactggtg
tttcgtccca
tcttaaaaac
cactcccgtt
tccttcacca
cctttgacca
gtggctcagt
cttccacctc
taatttgcct
agctggatca
tctttetgtt
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