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[ 1: X12386. Porcine mRNA for ...[gi:2126] Links

LOCUS SSTF 2258 bp mRNA linear MAM 14-JUL-1995

DEFINITION Porcine mRNA for transferrin.
ACCESSION X12386

VERSION X12386.1 GI:2126
KEYWORDS transferrin.
SOURCE Sus scrofa (pig)

ORGANISM Sus scrofa
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Cetartiodactyla; Suina; Suidae; Sus.
REFERENCE 1 (bases 1 to 2258)
AUTHORS Baldwin,G.S. and Weinstock, J.
TITLE Nucleotide sequence of porcine liver transferrin
JOURNAL Nucleic Acids Res. 16 (17), 8720 (1988)
MEDLINE 88335629
PUBMED 3419934
REFERENCE 2 (bases 1 to 2258)
AUTHORS Baldwin, G.
TITLE Direct Submission
JOURNAL Submitted (15-JUL-1988) Baldwin G., Ludwig Institute for Cancer
Research, P.0O. Royal Melbourne Hospital, Australia 3050

COMMENT Data kindly reviewed (13-JAN-1989) by Baldwin G.
FEATURES Location/Qualifiers
source 1..2258

/organism="Sus scrofa"
/mol type="mRNA"
/db_xref="taxon:9823"
/clone="TF6 (bp 1-966), TF5 (bp 667-2258)"
/tissue type="liver"
/clone lib="lambda gtl1l1"

CDS <1..2093
/codon_start=3
/product="transferrin"
/protein id="CAA30943.1"
/db_xref="GI:833800"
/db xref="GOA:P09571"
/db xref="SWISS-PROT:P09571"
/translation="VAQKTVRWCTISNQEANKCSSFRENMSKAVKNGPLVSCVKKSSY
LDCIKAIRDKEADAVTLDAGLVFEAGLAPYNLKPVVAEFYGQKDNPQTHYYAVAVVKK
GSNFOQWNQLQGKRSCHTGLGRSAGWIIPMGLLYDQLPEPRKPIEKAVASEFFSSSCVPC
ADPVNFPKLCQQCAGKGAEKCACSNHEPYFGYAGAFNCLKEDAGDVAFVKHSTVLENL
PDKADRDQYELLCRDNTRRPVDDYENCYLAQVPSHAVVARSVDGQEDSIWELLNQAQE
HEFGRDKSPDFQLFSSSHGKDLLFKDSANGFLXIPSKMDSSLYLGYQYVTALRNLREET
SPDSSKNECKKVRWCAIGHEETQKCDAWSINSGGKIECVSAENTEDCIAKIVKGEADA
MSLDGGYIYIAGKCGLVPVLAENYKTEGENCVNTPEKGYLAVAVVKKSSGPDLNWNNL
KGKKSCHTAVDRTAGWNIPMGLLYNKINSCKEFDQFFGEGCAPGSQRNSSLCALCIGSE
RAPGRECLANNHERYYGYTGAFRCLVEKGDVAFVKDQVVQONTDGKNKDDWAKDLKQM
DFELLCONGAREPVDNAENCHLARAPNHAVVARDDKVTCVAEELLKQQAQFGRHVTDC
SSSFCMFKSNTKDLLFRDDTQCLARVGKTTYESYLGADYITAVANLRKCSTSKLLEAC

TFHSAKNPRVETTT"
variation 668

/note="G in TF5, A in TFe6"
variation 788

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list ui... 21.08.2003
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BASE COUNT
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61
121
181
241
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361
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541
601
661
721
781
841
901
961
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1141
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1441
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1561
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1681
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1921
1981
2041
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2221
//
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621 a

cggtcgccca
ccagtttccg
aaaaatcctc
cactggatgc
tggcagagtt
tgaagaaggg
gcctcggcecg
agccacggaa
gtgcggatcc
agtgtgcctg
aggaggatgc
acaaggcnga
atgactacga
tggatggnca
gagataaatc
aggattctgc
ggtatcagta
agaatgaatg
atgcgtggag
actgtatcgc
tctacattgc
gtgaaaactg
catcaggtcc
tagatagaac
gtaaatttga
tctgtgctct
atgagagata
cctttgtgaa
caaaagatct
tggataatgc
atgataaagt
atgtaaccga
tcagggatga
gagccgacta
aagcctgtac
gggagctcac
cttcacactt
tttttgtctt

/note="T in TF5, C

925

/note="A in TF5,

522 ¢

aaaaactgta
tgaaaacatg
ctacctggat
gggtttggta
ctatgggcag
cagcaacttc
ttctgctgga
acctattgag
ggtgaacttc
ctccaaccat
tggggacgtyg
cagggaccag
gaactgctac
ggaggactca
tccagacttc
caatgggttc
tgtcactgcect
caagaaggtg
cataaacagt
caagatcgtg
gggcaagtgt
tgtaaacaca
tgatctcaac
tgctggctgg
tcagtttttc
gtgtatcggc
ctatggctac
ggatcaggtt
gaagcagatg
tgagaactgc
gacctgtgtt
ctgctcaagce
cacccaatgt
catcacggct
tttccacagt
gggacccata
tcgtggtgge
ttaaaaaaaa

in

G in
608 g

agatggtgca
agtaaagccg
tgcatcaaag
tttgaggcag
aaagataatc
cagtggaacc
tggatcatcc
aaagcagtgg
cccaaactgt
gaaccgtact
gcctttgtca
tacgagctgc
ctggcacagg
atctgggagc
cagcttttca
ttaangattc
cttcggaatc
aggtggtgtg
ggtgggaaaa
aaaggagagg
ggtctggtgce
ccagagaaag
tggaacaatc
aacatcccca
ggtgaaggct
tcggaacgtg
acaggggctt
gtccagcaga
gattttgagc
cacctggcca
gctgaggagt
agcttttgca
ttggccagag
gtggctaacc
gctaaaaatc
agcttccctce
acctctgcag
aaaaaaaaaa

TEF6"

TEF6"
504 t

ccatttcaaa
ttaagaatgg
ccatcaggga
gcctggceccce
cacaaaccca
agctccaagg
ccatgggatt
ccagtttctt
gccaacagtg
tcggctacgce
agcactcaac
tctgcaggga
tccecttecca
ttctcaacca
gctcctctca
cctctaagat
taagagaaga
ccataggcca
tagagtgtgt
ctgatgccat
ctgtcctggce
ggtatttggc
taaagggcaa
tgggtctgct
gtgcccctgg
cgcctggaag
tcaggtgtct
acactgacgg
tgctgtgcca
gagccccaaa
tacttaaaca
tgttcaagtc
ttggcaaaac
tgagaaaatg
caagagtgga
tggttgtgct
gacaaaaaaa
aaaaccgg
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3 others

tcaggaggcc
tcctcecttgte
taaagaagca
ctacaacctg
ttattacgcg
caagaggtcc
actttacgat
ctccagcagc
tgctgggaaa
gggtgccttc
agtattggag
caacaccagg
cgccgtcgtg
ggcccaggag

tgggaaggac
ggactcctcg

aataagccct
cgaggagacg
atccgcagaa
gagcttggat
agagaactac
tgtggctgtg
gaagtcctgc
ctacaacaag
gtctcagcga
ggaatgctta
ggttgagaag
aaaaaacaag
gaacggcgcc
ccatgctgtg
gcaggctcaa
aaataccaag
tacgtatgaa
ctcaacctca
gactaccacc
ggcctgagtg
aaaaataaaa
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aataagtgct
tcctgtgtga
gatgctgtga
aagcctgttg
gtggccgtgg
tgccacacag
caactgcctg
tgcgtcccecet
ggggctgaaa
aattgcctga
aacctgcctg
aggcctgtgg
gcccgaagcg
cattttggca
ctgctgttta
ctgtacctgg
gatagctcaa
caaaaatgcg
aacaccgaag
ggaggctaca
aaaactgagg
gttaagaaat
cacactgcag
attaacagtt
aattccagtc
gccaacaacc
ggagatgtgg
gatgattggg
agggagcctg
gttgcacggg
tttggaagac
gacctcctct
tcctacttag
aaactcctgg
tgatggagac
gtttggttgc
attattatca
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