
LOCUS       AY040203                 779 bp    mRNA    linear   MAM 05-NOV-2001 
DEFINITION  Equus caballus granulocyte-macrophage colony-stimulating-factor 
            (GM-CSF) mRNA, partial cds. 
ACCESSION   AY040203 
VERSION     AY040203.2  GI:16740524 
KEYWORDS    . 
SOURCE      Equus caballus (horse) 
  ORGANISM  Equus caballus 
            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
            Mammalia; Eutheria; Perissodactyla; Equidae; Equus. 
REFERENCE   1  (bases 1 to 779) 
  AUTHORS   Mauel,S., Commandeur,U. and Steinbach,F. 
  TITLE     Cloning of equine granulocyte-macrophage colony-stimulating-factor 
            (eq.GM-CSF) 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 779) 
  AUTHORS   Mauel,S., Commandeur,U. and Steinbach,F. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (14-JUN-2001) Virology, Free University Berlin, 
            Koenigin-Luise-Str.49, Berlin 14 195, Germany 
REFERENCE   3  (bases 1 to 779) 
  AUTHORS   Mauel,S., Commandeur,U. and Steinbach,F. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (05-NOV-2001) Virology, Free University Berlin, 
            Koenigin-Luise-Str.49, Berlin 14 195, Germany 
  REMARK    Sequence update by submitter 
COMMENT     On Nov 5, 2001 this sequence version replaced gi:14764537. 
FEATURES             Location/Qualifiers 
     source          1..779 
                     /organism="Equus caballus" 
                     /mol_type="mRNA" 
                     /db_xref="taxon:9796" 
                     /cell_type="ConA activated PBMC" 
     gene            1..>779 
                     /gene="GM-CSF" 
     CDS             1..459 
                     /gene="GM-CSF" 
                     /codon_start=1 
                     /evidence=not_experimental 
                     /product="granulocyte-macrophage 
                     colony-stimulating-factor" 
                     /protein_id="AAK72108.2" 
                     /db_xref="GI:16740525" 
                     /translation="MWLQNLLLLGTVVYSMPAPTRQPSPVTRPWQHVDAIKEALSLLN 
                     NSSDTAAIMNETVEVVSETFDAEELTCLQTRLKLYKQGLRGSLIKLEGPLTMMASHYK 
                     QHCPPTLETSCATQMITFKSFKKNLKDFLFEIPFDCWNQPRSKAGLPARS" 
BASE COUNT      220 a    193 c    176 g    190 t 
ORIGIN       
        1 atgtggcttc agaacctgct tcttctgggc actgtggttt acagcatgcc cgcacccacc 
       61 cgccaaccca gccctgtcac tcggccctgg cagcatgtgg atgccatcaa ggaggccctg 
      121 agccttctga acaacagtag tgacactgct gctatcatga atgaaacagt agaagtcgtc 
      181 tctgaaacgt ttgacgccga ggagctgaca tgcctgcaga ctcgcctgaa gctgtacaaa 
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      241 cagggcttgc ggggcagcct catcaagctc gaaggcccct taaccatgat ggccagccac 
      301 tacaagcagc actgcccccc caccctggaa acttcctgtg caacccagat gatcaccttc 
      361 aaaagtttca aaaagaacct gaaggatttt ctgtttgaga tcccgtttga ctgctggaac 
      421 cagcccagaa gtaaggcagg ccttccagct aggagctagc cctgggagct cacctcacag 
      481 attgctgctg tcccactcac aaagaaccga aactcaggat cttcagcttg gagggaccaa 
      541 agggtgggcc atggctgttg agaacatgga cttgctctgg gccgtactga ccacgatatg 
      601 ggtgtggtag gggagtaggg gatattttac actggcgggg atcagtaata tttatttata 
      661 tatttatgta ttttaatatt tatttattta tttatttaag ctcatactcc atatttattc 
      721 aagatgtttt accattagaa taaattatta aaacccaaaa aaaaaaaaaa aaaaaaaaa 
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