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Cattle - CAAGAATGCTACTTGGCAATGGT TCCTTCCCATGCGGT TGTGGCT CGAACT GT GBGOGGCAAGGAGGAT GT GATCTGGGAAC

Gayal TCAAGAATGCTACTTGECAATGGT TCCTTCCCATGCGGT TGT GECT CGAACT GT GGECGECAAGGAGGAT GTGATCTGGGAACA
Zebu TCAAGAATGCTACT TGGCAATGGT TCCT TCCCAT GCGGT TGT GECT CGAACT GT GGECGECAAGGAGGATGT GATCTGGGAACA

Wat er b. 4 TCAAGAATGCTACTTGGCAATGGT TCCTTCCCATGCGGT TGT GGCT CGAACT GTGGECGGCAAGGAGGAT GTGATCT GGGAACA
Water b.2 TCAAGAATGCTACTTGGCAATGGT TCCTTCCCATGOGGT TGTGECT CGAACT GTGGGCGECAAGGAGGATGT GATCTGCGAACA
Yak TCAAGAATGCTACTTGECAATGGT TCCTTCCCATGCGGT TGT GECT CGAACT GT GGECGECAAGGAGGAT GTGATCTGGGAACA
Consensus t CAAGAATGCTACT TGGCAATGGT TCCTTCCCATGCGGT TGT GECT CGAACT GT GGECGGECAAGGAGGAT GTGATCTGGGAACa

Figure Alignment of the transferrin amplicon sequences of cattle (Bos taurus), gayal, zebu,
yak and 2 different individuals of water buffalo.
The bosTF1/TR1 priming sites are marked in blue.



